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msx3hb246% (CZRC catalog ID: CZ453)

Nature of the mutation
Between 297 bp to 305 bp of the wild-type msx3 coding sequence, AGTGGAGAG is
mutated to TATCTGCGTAAAGCGACACACTACA in exon 1.

Sense Strand Sequence

GAGTCTCCCGTTCAGTGTGGAATCTTTAATATCAGACAGAACAAGCTCACGGACTTTATACACGTCTTCTGAA
GCTGGTATTATATCTCCGACATCCGGTGCGGATGAGCGGCTGAAGCTCTCGCCCATGGCTCTTTACGCAGATA
GGAAGATCCCAGTGGAGAGCGTCTCCAACCTCTCCGACTGCAAGAGAGGGGATATGGAAGAACTAAGTGA
CAAGGGACAGTCCGGCTGGTTTCAGACAACCTCGTACACTTCTCCGCCAAgtaagcacctcagcaa

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer

ateg : Crispr/cas9 target site

Genotyping assay

Primers:
msx3_forward: 5 GAGTCTCCCGTTCAGTGTGG 3’
msx3_reverse: 5’ ttgctgaggtgcttacTTGG 3°

PCR program:
95°C S5min
95°C 30 sec
60°C 30 sec }30 Cycles
72°C 30 sec
72°C 8min
4°C hold
Product size: 282 bp


http://www.zfish.cn

ﬁﬁjﬁq:,l,\ HH1f: 027-68780570 HE4H: zebrafish@ihb.ac.en  Pdik: http://www.zfish.cn

CH\NA ZEBRAF\SH RESOURCE CENTER

The sequencing results of the CZ453:

WT TTCTGAAGCTGETATTATATCTCCGACATCCGGT GOGGAT GAGCGECT GAAGETCTCGEC
CI453 TTCTGAAGCTGETATTATATCTCCGACATCCGGT GOGGAT GAGTGECT GRAGETCT CGEC

oo bbb oo bbb bbb b bbbk bk okolok kR kool ok
WT CATGH TCTTTACGCAGAT AGARGATCCT AGT ARG~ CTCT
CI453 CAT GG TCT TTACGC AGAT AGAAGATCCOT ATCTGCGT AR MGUGAC ACACT ACADGTCT

eoeooeobobok bbbk ok Rkl ok kol ook L5 S S A ook
WT CCAACCTCTCOGACT GE AR AGAGHEEAT AT GRAAGA ACT ARET AT AAGEGEAC AGTCOG
CI453 CCAMCCTCTCOGACT GE AR AGAGHGEAT AT GAAGA ACT ARGT CAC AAGEGEACAGTCOG

oo bbb oo bbb bbb b bbbk bk okolok kR kool ok

Reference:

None
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